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In their recent paper, Barker et al. (2012) proposed splitting the genus Mimulus into new genera. 
This proposed change was based upon a molecular phylogenetic analysis that revealed other 
small genera, comprising a total of 21 species are located within the Mimulus clade (Beardsley & 
Olmstead 2002; Beardsley et al. 2004). The finding that Mimulus is a polyphyletic group 
warranted revision to the genus, as monophyletic groupings are preferred for the designation of 
genera. Four options were proposed by Barker et al. as solutions: 1) Minimize disruptive name 
changes by allowing Mimulus to remain as a polyphyletic or a biphyletic group; 2) Minimize 
disruptive name changes by grouping all genera into one monophyletic group Mimulus L.; 3) 
Minimize disruptive name changes by conserving Mimulus L. with a different species; 4) Divide 
Mimulus into multiple new genera, resulting in many disruptive name changes. 
 
Barker et al. chose to divide Mimulus into multiple new genera (option 4), even though it was the 
most disruptive solution. They justifiably ruled out option 1, as monophyletic groupings are 
preferred. They ruled out option 3, as it would result in name changes to eight widespread 
Mimulus species and would not recognize some genera that the authors designated as “distinct.” 
They also stated that they wanted to move forward without waiting for retypification to be 
approved by the next International Botanical Conference. The only justification given for 
dismissing option 2 was as follows: “Maximally enlarging Mimulus results in the loss of much 
useful information in the taxonomic hierarchy that recognizes the Australian-centered 
genera…each of which has apparent apomorphic features that justify treatment at generic rank.” 
While this justification on the surface appears reasonable, we feel that it may be short-sighted 
because it may prevent other scientists and the general public from recognizing the great 
diversity that is present within the entire clade of monkeyflowers. Further, taxonomic hierarchy 
can also be also be designated with sub-genera and thus, distinctive sub-genera do not need to be 
elevated to the generic level to be recognized. 
 
Mimulus is one of the most recognizable groups of angiosperms across western North America 
and is well known by botanists, horticulturalists, herbalists, and gardeners in this region. The 
highly disruptive number of name changes associated with option 4 has impacted all of these 
stakeholder groups. Mimulus is also well known elsewhere, such as in the state of Michigan, 
where M. michiganensis is the only endemic species in the entire state. Beyond being generally 
disruptive in terms of the number of species name changes, option 4 is highly disruptive to a 
large number of scientists, whose research is focused on Mimulus. Barker et al. dismissed the 
concerns of these scientists with the justification that their research is only focused on “relatively 
few species.” This argument is not justified for four reasons. First, it is not true, as some of these 
scientists have conducted studies across many different Mimulus species (Grossenbacher & 
Whittall 2011; Grossenbacher et al. 2014; Sobel 2014; Sheth et al. 2014; Sheth & Angert 2014; 
Chase et al. 2017; Yuan 2018). Second, this argument mischaracterizes the size of the research 
community that studies Mimulus. There are now more than 30 labs worldwide that focus their 
research effort primarily, if not exclusively, on Mimulus. Few non-crop species, beyond 



Arabidopsis thaliana, have this level of research activity. Third, the argument does not 
acknowledge that the renaming of Mimulus species results in major problems for conducting 
21st-century science, especially with regard to the storage in and query of large databases (NCBI, 
iNaturalist). Finally, this research community identifies primarily by the name Mimulus and has 
spent considerable time over the last two decades building that community under the name 
Mimulus. Dividing the genera results in an unwelcome diaspora among community members and 
unnecessarily harms the well-established reputation of research advances made in Mimulus. The 
name Mimulus is far more recognized than any other by our colleagues in Evolution community, 
non-plant biologists, as well as by program officers at the National Science Foundation. 
Changing the name therefore acts as an impediment to communicating our discoveries to the 
broader scientific community and to funding agencies. For these reasons we have continued to 
use the name Mimulus. 
 
None of the us are trained taxonomists and thus, do not have the knowledge of the botanical code 
necessary to formally petition for a way to maintain the name Mimulus as the genera for all 
monkeyflowers. We would, however, be delighted if any reader of this journal or member of the 
taxonomic community collaborate with us to formally retain the name Mimulus across as broad a 
swath of monkeyflowers as possible. We suggest two possible routes for accomplishing this 
goal: 
 
1) We propose that all species within the clade be renamed as Mimulus (option 2 of Baker et al. 
2012). Further, grouping all of the species into one genera, Mimulus, would prevent more 
disruptive name changes in the future, if current relationships do not hold up for future 
phylogenies. While option 4 would results in the renaming of at least 136 species, option 2 only 
results in the introduction of 13 new names. Further, as noted by Barker et al., most of these 
species from Uvedalia, Thyridia, Elacholoma, Hemichaena, and Leucocarpus already have 
names in Mimulus. We propose that the monotypic genus Phryma retain its name, as its 
phylogenetic position is still unknown. In Beardsley and Olmstead (2002), Phryma was nested 
within Mimulus in the trnL/F tree, but was an outgroup to Mimulus in the nrDNA tree. Given this 
discrepancy in the data, it would be premature rename Phryma. As an aside, it was also probably 
premature to rename most of the genus Mimulus based on two discordant gene phylogenies. This 
option parallels what has recently been done with the genus Salvia (Drew et al. 2017). 
 
2) We propose that the name Mimulus be retained across a much larger swath of the clade by 
changing the type species to either Mimulus guttatus or Mimulus lewisii (option 3 of Baker et al. 
2012). Both of these species are highly studied by scientist and geographically widespread across 
western North American. Thus, they occur within the center of diversity of monkeyflowers, in 
contrast to Mimulus ringins, which is the type species because Europeans explored and colonized 
the eastern part of North America first and the botanical code’s guiding principle is priority. The 
conservation of the name Mimulus by changing the type species would bring Leucocarpus and 
Hemichaena into Mimulus. However, M. ringins and the Australian monkeyflowers would need 
to be given a different genera name. Thus, this option is less preferable, since it shrinks the 
diversity within Mimulus.  
 
The best way forward for an improved taxonomy in this group is for someone to step forward 
and construct a much more robust phylogeny based on far more than two loci. While we wait for 
phylogenetic and taxonomic collaborators to join us in our endeavor to petition for one of the 
two above options, we believe that it is important to articulate why we will continue to use the 



name Mimulus for all monkeyflowers. We have given several reasons above for our interest in 
maintaining the name. However, we also want to point out that there is straightforward way for 
our community to continue using the name Mimulus right now, as is made clear in writings of the 
taxonomist Guy Neasom: (www.guynesom.com/UsingMimulusNames.pdf): “If molecular 
geneticists want to refer to monkeyflower species by names in the genus Mimulus, it can be done 
simply and appropriately.” Thus, we believe is acceptable for any researcher to continue to use 
the name Mimulus in publications, presentation, public and private databases, and 
communication with the general public. That is exactly what we intend to do. 
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